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Grapevine Pinot gris virus (GPGV) is a member of the genus Trichovirus, and was first 
identified in grapevine (Vitis vinifera) cv. Pinot Gris in Italy in 2012 (Giampetruzzi et al., 2012). 
Since then GPGV has been reported in several European countries as well as Australia, Canada, 
China, Korea and the USA (Bertazzon et al., 2016). In April 2017, a survey of four 
geographically separated vineyards in the UK was done to investigate the presence of GPGV. A 
dormant cane was sampled at random from each of the four locations (Pinot Noir clones 119, 
336, 792 and 924, reciprocally grafted upon Gravesac, SO4 or 3309 Couderc rootstocks).  
 
RNA was extracted from cambial scrapings using a modified CTAB method (Abarshi et al., 
2010) and tested by RT-PCR using the specific primer pair Pg-Mer-F1 and Pg-Mer-R1 (Beuve et 
al., 2015) targeting the movement protein (MP) gene. One sample, clone 336 grafted upon 
Gravesac, tested positive for GPGV yielding the expected 770 bp fragment. To confirm the 
detection of GPGV in the UK, a second RT-PCR was performed using GPGV-specific primers 
spanning the end of the MP and the beginning of the coat protein gene sequences (Morelli et al., 
2014). An amplicon of the expected size (588 bp) was obtained. 
 
PCR amplicons from both GPGV primer sets were sequenced in both directions and the resulting 
sequences assembled using Geneious v10.2.6 (Biomatters Ltd., New Zealand). Sequences 
overlapped by 441 bp and generated a single contig of 917 bp representing a partial sequence of 
the GPGV isolate from the UK (GenBank Accession No. MG983746). Similarity searches using 
BLAST showed that this GPGV isolate shares the highest sequence identity at the nucleotide 
level (99%) with isolate GPGV Mer from France (KM491305). 
 
To our knowledge, this is the first report of GPGV in the UK. GPGV has been associated with 
symptoms of leaf mottling and deformation in grapevine and is transmitted by the eriophyid mite 
Colomerus vitis (Malagnini et al., 2016) which is present in the UK. Further large-scale studies 
should be done to determine the prevalence and spread of GPGV in the UK and evaluate the 
impact of the virus on yield and wine quality. The UK wine industry is a fast-growing sector 
with production projected to increase from the current 6 million bottles of wine per annum to c. 
40 million bottles by 2040. Extensive knowledge is needed about the presence and incidence of 
viruses in UK vineyards to develop efficient control strategies critical to enable the continued 
development of the industry. 
 References  
Abarshi MM, Mohammed IU, Wasswa P, Hillocks RJ, Holt J, Legg JP, Seal SE, Maruthi MN, 
2010. Optimization of diagnostic RT-PCR protocols and sampling procedures for the reliable 
and cost-effective detection of Cassava brown streak virus. Journal of Virological Methods 163, 
353-59. https://doi.org/10.1016/j.jviromet.2009.10.023 
 
Bertazzon N, Filippin L, Forte V, Angelini E, 2016. Grapevine Pinot gris virus seems to have 
recently been introduced to vineyards in Veneto, Italy. Archives of Virology 161, 711-14. 
https://doi.org/10.1007/s00705-015-2718-2 
 
Beuve M, Candresse T, Tannieres M, Lemaire O, 2015. First report of Grapevine Pinot gris 
virus (GPGV) in grapevine in France. Plant Disease 99, 293. 
https://doi.org/10.1094/PDIS-10-14-1008-PDN 
 
Giampetruzzi A, Roumi V, Roberto R, Malossini U, Yoshikawa N, La Notte P, Terlizzi F, Credi 
R, Saldarelli P, 2012. A new grapevine virus discovered by deep sequencing of virus- and 
viroid-derived small RNAs in cv Pinot gris. Virus Research 163, 262–68. 
https://doi.org/10.1016/j.virusres.2011.10.010 
 
Malagnini V, De Lillo E, Saldarelli P, Beber R, Duso C, Raiola A, Zanotelli L, Valenzano D, 
Giampietruzzi A, Morelli M, Ratti C, Causin R, Gualandri V, 2016. Transmission of grapevine 
Pinot gris virus by Colomerus vitis (Acari: Eriophyidae) to grapevine. Archives of Virology 161, 
2595-99. https://doi.org/10.1007/s00705-016-2935-3 
 
Morelli M, de Moraes Catarino A, Susca L, Saldarelli P, Gualandri V, Martelli GP, 2014. First 
report of gGrapevine Pinot gris virus from table grapes in southern Italy. Journal of Plant 
Pathology 96, 431-39. http://dx.doi.org/10.4454/JPP.V96I2.039 
